T 
-Li 

IN UIILU C X 


T-M +- <3 


Q £i v i" Vi T 1 <r~. +- 


■pit) 

UJ3 


Time stamp 


1 

1 


^ ft R 0 


lllAJ LUUd . ±11 . UI y dJJUAl . ±11 . (Jl K.X y dWd . ±n . 


TTCD7AT • 


9004 / OR /1 Q 

zuuft / uo / iy 








TTCJ — PrZPTTR • 


13 • Z 0 








\7 no • TDrv » 
XjFU, JrU; 














0 
c* 


?oi 


"1-f=iTrir>l TWA" rw I f- «=>rnrvl a t" a TvTF2\P9 nT\T7A ^ 


TTC p 7V "p • 


9004 /Oft / 1 Q 

iUUI/ UO/ 13 




























UEiKWrjJNJ 1 




9 
D 


777QQ 
/ / / y 3 


polymerase cuain reacuion or ir^K 


TTQ D TV T 1 * 


9004 /Oft / I Q 

zuu4/ uo/ iy 








TTQ _ Dr'DTTO •» 
U o f Lrir UD/ 


1 O . Z D 








17 DO » TDA • 










u Hiiwv Hi im x 




A 


1 cope 


|iiiSL or secona or Lnira) inHj/ikz uin-h. 


TTQ D 7AT 1 - 


9004 /Oft /I Q 
ZUU4 / Uo / lr> 








TTQ_Dr , nTTTl * 


10 . Z / 








T7i no . TDA • 

1*FU; JFU/ 










UljKWrjJM 1 




c; 
•j 




pxxiutix ux u± ± y uiiliv^x c u l. ± uti 


US PAT ; 


9O04 /Oft /I Q 

i.UU1/ U O / Xl7 








Tic* T) r'DlTR » 


10 . z / 








T? CO • TDA • 










U1!jKVV1!j1M 1 




£T 
O 


79ft 

/JO 


/ -p -I *~ a 4~ /"^v* o 0 f* /-x v-i j-1 /-^ v ■!— V*i "J V r\ \ TvTT? 1D9 
|llIbL OX bcLUIlU OX LlilXU./ lNXYH_r\£, 


TTQP7AT • 


?004/0ft/1Q 

lUU 1/ UO/ 13 






( template ujma or (template niLiAkz dima; ) 


TTQ — DfDTTO « 


io . z / 








17 no • TDA • 










Pi T7 "D TaTT7 TvT T 1 




•7 
/ 


i qm 7 
l^Ul / 


\±±±c»u ox ocLuiiu or uiixxvi; ivEtf\x\z. \Lyxxiut;x 


US PAT ; 


9004 /Oft /I 9 

zlUUI/UO / Xl7 






or oligonucleotide) 


TTQ — Dr^nTTR • 

Uo rbrUB/ 


1 0 . z 0 








"cno • Tno • 










T\ FPWTh 1 TvTT 
L) Ijr\VVrjlM X 




o 
o 


Q "7 O O 
0 /ZZ 


(iirst or second or rnira; JNHiAKZ 


TTQD7AT • 


9004 /0ft / 1 Q 
ZUU4/ uo/ iy 






\ poryiiierase cndin reacLion or irUK^ 


TTQ — PfZPTTR • 


1 CiOQ 
1 J . ^, O 








T? no • TDA • 










U 111 J\ VV 111 In X 




Q 


9 97 


pmo± / jj 


TT^PflT • 
u o tzj-\.± / 


9004 /Oft /I Q 

6, U Vt / VJO / X_7 










15 : 28 








pnn . tph • 










JJ I_i r\ VV lii IN l 




1U 


b 


(inotoaa. . in . or ya.DUki.in. or Jciy*awa.m. ) 


TTQP2\T • 


9004 /0ft /1 Q 

^UUI/UO / X-7 






ana ( template DNA or (template jmlakz 


ttq DrDnn • 


10 . DZ 






DNA) ) 


it no • Tno • 










npPTATP'MT 
x^ijiAVvrjiN i 




11 


1 It) /4 


( template dima or (teinpiate wrj.A.Kz dina; / 


TTQD7AT 1 • 


9004 /0ft / I Q 
ZUU4/U0/13 






SAME ("polymerase chain reaction" or PCR) 


TTQ — PPPTTR • 
Uo rbrUD , 


IO . DD 








17 no • TDO • 










nPRWT" 1 T\TT 

U Cj t\ VV Hi IN X 




1 9 
1 Z 


jjUU 


\ v tempidte jJi\j/\ or i tempidtc imhj/\kz uimaj ^ 


TTQP7AT • 


9004 /0ft /1 Q 

zlUU*a/UO / 15 






SAME ("polymerase chain reaction" ox? 


TTQ_ priDTTR • 
Uj xrvjxrUo/ 


1 [,.•}■} 
IO . DO 






PCR) ) and. { (first or second or third) 


T7po . Tpn . 








MP ZiD 9 "nMZi \ 
IN £j/\K Z UlN/i ) 


U & t\ W J_j IM X 




1 9 




( \ \ teiupidte ui\a or | tempidte incj/vkz 


TTQP7AT ♦ 
U01r/\X / 


9004 /0ft /1 g 

£UUt/ UO/ 13 






urjAj j oAiYirj \ porymerase cnam reaction 


TTQ — PPPTTR • 


1 c.-j-) 
1j . jj 






or PCR) ) and ( (first or second or third) 


T7 po . TPH • 








NEAR2 DNA) ) and ( (first or second or 


n X7 n T*TT7 M T 1 








tnird) NejAKz \ template una or (template 










"KIT? 7\ D O \ \ \ 






1 A 
14 


Z DO 


( ( ( ( template una or (template imeiAkz 


TTQ D 7A T 1 • 

UDlrAl / 


9004 / 0ft /I Q 
ZUU4/ Uo/ 13 






DNA) ) SAME ("polymerase chain reaction" 


TTQ — PfPTTT* • 
U D rr yjn U Xj / 


1^*99 
I j . J j 






or rtK] / ano ( (xirst or secona or tniru) 










1M1j>\_KZ Ul>Jr\^ / ailU \ \IllSL Ol ScCOllCl UI 


rv T7 PTATrS 1 T\TT 








tniraj jncjAkz ( template dwa or (template 










inHjAKz uwAj ; / ) ana ( (xirst or secona or 










third) NEAR2 ("polymerase chain reaction" 










OX IrUK; } 






lb 


9 £ o 
Z OZ 


( ( ( ( ( template una or (template NrLAKz 


TTO n TA T ♦ 


9004 / 0ft /1 Q 
ZUU4/UO/13 






ujm/v^ j ij/^riiii ( polymerase cnain reaction 


TTQ — PfiPTTTA * 


1 R * 9 9 
13 . JJ 






or* DTD \ \ and f ( f~ i r*c;+" n r~ cjprnnH ri t t"Vi"i r~H ^ 

UI £ V_ I\ / J ClllU ^ \ J_ J_ J_ L» Ul O CUUIIU W J_ Llll 1 VJ. / 


EPO* JPO * 

111 17 w i \J C \J f 








NEAR2 DNA) ) and ( (first or second or 


DERWENT 








third) NEAR 2 ("template DNA" or (template 










NEAR2 DNA) ) ) ) and ( (first or second or 










third) NEAR2 ("polymerase chain reaction" 










or PCR) ) ) and (primer or oligonucleotide) 
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17 


n 


f f If ( f ("t-pmnlatp DNA" or (temnlate NFAR9 


TT^PAT * 


7004/08 / 1 Q 






DNA )) SAME ( "nol vmerase chain rpsrH nn" 


UJ fucUD/ 


15:34 






r> y PfR \ ^ anH / / f i n^t or - ^pronH or fhi rH \ 


FPO* .TPO* 

Hi XT U / U XT U / 








NF.AR9 DNA^ ) and / (first or second or 


DF.RWFNT 

LJ i_i XS. VV X-llM X 








third) NEAR? ("tPirmlate DNA" or (fpinnl stp 










NEAR2 DNA) ) ) ) and ( (first or second or 










t h H r~c\\ MF. AR 9 / "nnl \/mp ra <? p oh a in rparf i on " 










or DTP ^ i \ and fnrimpr on 

Ul XT U X\ y ) ) dllU \ i 1 iU<_- X. UJ. 










"i /*rnn 1 1 o 1 ar\t"i HpI \ and / / f i ret" OK <!OrAnH 
(J X J. y OillXU X c:U L J. Uti / y di 1U \ \ L UI ocUUliU. 










nr +-Vi ~i r~d \ MF A R 9 / n r^ ~i m o n on 
UX LI11IU ^ l>IX_rvr\_l \ kJX XILLcl U X. 










nl H rfnmirl anfi d^ \ \ \ and "nmnl / T . " 








9^0 


f f / It t " t <-mn lafp DNA " or / t pmn 1 at-p NF A R 9 


US PAT * 


9004 /08 /19 






DNA) 1 SAMF, ("doI vmprase chain reaction" 


US-PGPUB; 


15 : 42 






or PCR) ) and ( (first or second or third) 


EPO; JPO; 








NFAR9 DNA \ \ and //first or «;pr on d or 

Vi £jf\J\ VJ\>ir\. ) J dllLX \ \ 1X1 J L \J±. OCOU1JU Ui 


DERWENT 

XJXJXWVUIV X 








third) NEAR9 ("temnlate DNA" or (tertiDlate 










NFAR? DNA) ) ) ) and ( (first or second or 










third) NEAR2 ("polymerase chain reaction" 










or PCR) ) ) and (primer or 










oligonucleotide) ) and ( (first or second 










or Lniraj imd/\kz \prxmex or 










nl H rrnniio'l pot"l HpI \ 

UXXLJUIIU^XCULXUC / ) 






18 


296381 


multiplex$ 


US PAT ; 


2004/08/19 






US-PGPUB; 

FPO* .TPO • 

ill XT U ^ \J C\J f 

DERWENT 

i-J i_J I \ V w l_j i M X 


15:35 


19 


2598 


multiplex$ WITH ("polymerase chain 


US PAT ; 


2004/08/19 






reaction" or PCR) 


US-PGPUB; 
FPO* JPO • 
DERWENT 


15:36 


9 O 
Z \J 


J y O 


1 "nnl vmpr^^p rhain reaction" or PCR) 


US PAT; 


2004/08/19 






NEAR 5 amplific$ 


US-PGPUB; 

FPp. ,TPO • 

lliU/ \J XT U f 

DFRWENT 


15:43 


9 1 
Z ± 


4 / 4 J 


/ / "nnl irmo ra<!P r~nain rparti on 11 nr PCR ) 
\ \ puiyuicxa>5c t_.Ild_-H iCQtLiun ui r_A/ 


US PAT ; 


2004/08/19 






MFARR amnl i fi SAMF. /"tpmniafe DNA" or 


US-PGPUB; 


15 : 43 






/ i-omnl ai-p MF AR 9 DNA ) \ 
\ L.trllipx d L. ci iM Lji-\_rs._: xJiM.tt.; / 


EPO; JPO; 
DERWENT 




9 9 
Z Z 




/ / / "nnl \/mf~ va-if- ohain reaotion" or PCR) 

\ \ \ UUX y iLLt; x\ d O v_ -itaXil iCa^Lluii u x. ir \^ l\ / 


US PAT; 


2004/08/19 






NFARR amnl i fi rSl SAMF ("temnlate DNA" or 


US-PGPUB; 


15 : 43 






(temnlate MF.AR? DNA) ) ) and ( (first or 


EPO; JPO; 








c: o r" on H on 1~hi rHl NF. AR9 fnritner or 

OCLUIIU Ui LI1X1U/ Vi Xj-TA— \— j ^pX XiUCX Ul 


DERWENT 








ol i rrnnurl eotnde) ) 

\J _L VJ V^/l i. _ll_. 1 C vv 1 VX ^ j I 




2004/08/19 


9 


95 1 


I ( ( / "nnl vme ra ^ e rha in reacti on" or PCR ) 


US PAT; 






NFAP^ amnl i f i r* ^ ) SAMF /"temnlate DNA" or 

Vi X_i/t-X\ J dilLUi X J LLy ) J/U lx_ ^ UCUipxciUC x^lMJT. UX 


US-PGPUB; 


15 : 45 






/fpflinl a fp MFAR9 DNA) )) and //fir^t or 

[ LcJlipidLc IM x_-rVx\ JUIMjM^ J y dli _l \ \XXXOU UX 


EPO; JPO; 

xj XT / \J XT vy / 








crooond on f hi rHl NF. AR9 fnri mpr or" 

_cLUIl(_ UL LI111U] v* X_i-_TS.Z. ^LJlXillCX Ui 


DERWENT 

X-/ XJXAVY Uli X 








r\ 1 -i rfor^iir^l ont"i HaI i 1 and ( ( f H n^t* on ^Pfnrrl 
Ully UHULlcULlUc j ) ) cii liA \ \lXi->_- Ui OCl^UHU 










on +- >i H -rH ^ MF AR 9 ("nnl \/m*~ na c; p_ r*ha i n 
ui UIilxU j 1>J i_ ±\x\ \ puiyiiicx_DC uiidxii 










r par-f-i on" or PCR) ) 

XfcJdUUXUIl UX x U I\ J / 






9 4 
Z 4 


1 o 


/ / / / / " no 1 \/mp ra«;p r*h ain neaoti on " or PCR ) 
\ \ \ \ \ puxyill-xa Ulidxil icauuiuii ux xrux\/ 


US PAT ; 


2004/08/19 






MF A R R a mn 1 n f i r* ^ ) S AMF / " t pmn late DNA " or 

lHX__Ax\U diUpilllUy / OiAi'ixLi \ LClllUXdLC i/lN_T. Ui 


US-PGPUB; 

\J uJ XT vj XT X-J ^ 


15 : 44 






/romnl afo MFAR9 DNA \ \ \ and / / f i n<^t on 


EPO * JPO • 

XjXTU/ KJ L \J f 








o or- r\T\ H i~> r~ t'Hi nd \ NFAR9 (nrinipr or 

jCLUIIU UX LIllIUJ lllDnx\_ \ pi XlllCX UX 


DERWENT 








ol i rrnnurl ooti d i=» 1 \ \ and / / f i n^?t on second 

UliyUllU-lCUL.XUC / ) ] di 1U \ \ 1 1 1 _> l_ Ul ocuuiiu. 










Ox LXlXxul/ lNixr\_\^ \ puiyiucldoc UildXll 










rparrinn" on PCR))) famd <r=-? 00 9 






9 


100 


/ / / / / "nnl \/me ra«?e oh a i n reaoti on " or PC R ) 


US PAT ; 


2004/08/19 






NFAP 1 ! amnl-ifTr^ SAMF /"temnlate DNA" or 


Tjc-poprrg; 

\J *J C VJJT Ul)/ 


15:54 






/-r-omnl aro NFAR9 DNA 1 \ \ and / / f i r«?r on 


FPO # .TPO' 

Xj XT U / «J XT U / 








Qornnrl on t*hi rH 1 MFAR9 (nn Tin p n on 

OCLUJIU Ui LilliUj iNXJiTuXNt. ^LJillllCX Ul 


DERWENT 

XV XJ X\ VV XJ X>l X 








ol i rronnol pnri Hp] \ \ and ( / f i r"=?t or second 
uiiyuiiuLicuLxuc j / ) diiu ^ \ixxou ux ocuuxiu. 










or third) NEAR2 ("polymerase chain 










reaction" or PCR))) and "PCR cloning" 






26 


12384 


( ("polymerase chain reaction" or PCR) 


US PAT; 


2004/08/19 






NEAR5 amplific$) and ("DNA template" or 


US-PGPUB; 


15:52 






"template DNA" or "specific DNA 


EPO; JPO; 








fragments") 


DERWENT 
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7191 


{(("polymerase chain reaction" or PCR) 


US PAT ; 


2004/08/19 






NEAR5 amplific$) and { " DNA template" or 


US-PGPUB; 


15:54 






"template DNA" or "specific DNA 


EPO; JPO; 








fragments"}) and. ((first or second or 


DERWENT 








third) WITH primer) 




2004/08/19 


28 


5283 


nested WITH ("polymerase chain reaction" 


USPAT; 






or PCR) 


US-PGPUB; 


16:03 








EPO; JPO; 










DERWENT 




29 


173 


(nested WITH ("polymerase chain reaction" 


USPAT; 


2004/08/19 






or PCR) ) SAME ("template DNA" or 


US-PGPUB; 


15:55 






f t pmn "1 a t p NEAR? DNAM 


EPO; JPO; 










DERWENT 




30 


552 


(nested WITH ("polymerase chain reaction" 


USPAT; 


2004/08/19 






or PCR) ) SAME ( (first or second or third) 


US-PGPUB; 


16:04 






NEAR2 (primer or oligonucleotide) ) 


EPO; JPO; 










DERWENT 




^1 

o ± 


259 


( (nested WITH ("oolvmerase chain 


USPAT; 


2004/08/19 






rparti nn" nr PTR^ \ ^AME [ ( first or second 


US-PGPUB; 


16:31 






UI LJIIIU.^ 1M I_i.r-VL\ \kv.LIlLlCI KJ X 


EPO; JPO; 








ol H rronur 1 pot i dp M ) and ("temnlate DNA" or 


DERWENT 








(template NEAR2 DNA) ) 






32 


281 


(1st or 2nd or 3d) NEAR 2 primer 


USPAT; 


2004/08/19 








US-PGPUB; 


16:22 








EPO; JPO; 










DERWENT 






1 i 


f/iet- or ?nd nr 3d^ NEAR2 Drimer) SAME 


US PAT ; 


2004/08/19 






("1-pmnlflt-p DNA" or ftemnlate NEAR2 DNA)) 


US-PGPUB; 


16:22 






EPO; JPO; 










DERWENT 






1107 


"two-step" NEAR2 PCR 


USPAT; 


2004/08/19 






US-PGPUB; 


16:32 








EPO; JPO; 










DERWENT 




35 


259 


("two-step" NEAR2 PCR) and ("template 


USPAT; 


2004/08/19 






DNA" or (template NEAR2 DNA) ) 


US-PGPUB; 


16:54 








EPO; JPO; 










DERWENT 






54342 


"affinity tag" or "maltose binding" or 


USPAT; 


2004/08/19 






"cellulose binding" or 


US-PGPUB; 


16:56 






"glutathione-s-transf erase" or 


EPO; JPO; 








streptavidin or biotin or "his tag" or 


DERWENT 








"histidine tag" 




2004/08/19 


37 


188 


("affinity tag" or "maltose binding" or 


USPAT; 






"cellulose binding" or 


US-PGPUB; 


17:09 






"rrl lifsthi one — s — transferase" or 


EPO; JPO; 








ci-Konhairi Hi n nr h"i nfi n or ,f Vii c i t a rf " or 
5 trSpLdVltlXIl UI JJ1UL1J1 wJ, 11X3 L-ay ±. 


DERWENT 








"hi qf-iHinp tarr'M and (^''two-steo" NEAR2 










nrR\ r»nH f "t-pmnl at p DMA" or (tpnVDlate 










NEAR2 DNA) ) ) 




2004/08/19 


38 


3780 


"6-His" or "histidine tag" or "6-his tag" 


USPAT; 








US-PGPUB; 


17:09 








EPO; JPO; 










DERWENT 






DU 


/ /"Hrn-ql-pn" 1MPAR? PPP \ and ("tPffinlate 


USPAT; 


2004/08/19 






ni\TZi" n-r (t-pmnl ^fp NF.AR? DMA \ \ ) and 
UI \ U clllkJ Id Lc IN L. J_/1Nxt. y y / ciiiv-i 


US-PGPUB; 


17:11 






/"fi-HHei" or "hi ^tid-inp tan" or "6-his 


EPO; JPO; 








taa" ) 

u ay / 


DERWENT 




1 u 


409 


" t ran «ir r i nt i on temnlate" 


USPAT; 


2004/08/19 






US-PGPUB; 


17:11 








EPO; JPO; 










DERWENT 




4 1 


4 


"transcription template" and ("polymerase 


USPAT; 


2004/08/19 






chain reaction" or PCR) and ({first or 


US-PGPUB; 


17:11 






second or third) NEAR2 DNA) and ((first 


EPO; JPO; 








or second or third) NEAR2 ("template DNA" 


DERWENT 








or (template NEAR2 DNA))) and ((first or 










second or third) NEAR2 (primer or 










oligonucleotide) ) 







Search History 8/19/04 5:14:40 PM Page 3 

C: \APPS\EAST\Workspaces\l0748055-Template DNA.wsp 



FILE 


'MEDLINE, 


EMBASE, BIOSIS' ENTERED AT 17:20:18 ON 19 AUG 2004 


LI 


38306 


S 


T— ixtt-\/~\ o / A T T MO O A TaT A O A V T / A IT MO MM A O A IJA Ti A *"5 / A T T 

hNDUr/AU UK bAWAbAKi r / A\J UK UbAbAWAKA r / AU 


L2 


30974 


b 


MMTVYT* A D 1 A T T HD VADIT7T D / ATT HD I/TPATaTA ^ / ATI MO VMITMV A TVf A O / A T T 

MU I UDA r / AU UK lAbUKl r/AU UK KlLjAWAr/AU UK xUK-UYAlVlAr/ AU 


L3 


24311 


b 


It fTOAMOPDT DTTHM •"PC A/t OT A HP IP M MO 1! Pi VTA TTPA/T FIT A T'TT 1 M MO / A TIT 

lKANbLKl Fl 1UN lblYlFliAl h" UK "UNA ILMPLAIh" UK \ 1 bFlrijAi ti 


L4 


373335 


b 


ii T\C\7 A/TTPO A CD PUA TM O TP A PT T MKT II MO npn 

PULMLKAbh LHA1M KeiALIIUN UK rLK 


L5 


21 


b 


/ 1 nm AD n Pi MO OKTP\ mo Qn\ n A \ nn TMCO 

(Ibl UK zJJ UK zJMU UK JJJ; IzAJ PKIJYIejK 


L6 


59 


S 


/ 1 C"T> MO n Pi AO H VTP\ MD Tr\\ / 1 A \ OMO 

(lbT UR UK AND UK JU) IzA) rLK 


L7 


658 


S 


/ TTT.TM nmnn MO O C'T'T? O \ /Or \ OMO 

(IWU-blhP UK z-blhFJ IzA; FLK 


L8 


10143 


s 


MDCPfn /OA \ OMO 

NhblhD \<ZA) PLK 


L9 


61263 


s 


AMPLIFICAT? (b) PUR 


L10 


1 


s 


PROTEION (S) SYNTHEb? 


Lll 


314249 


b 


PKUIejIJN ib; bxJMlHbbr 


L12 


6363 


s 


Til f C* \ MT7T T "CO T7>r? 

Lll lb) LbLL-hKhjb 


L13 


57 


s 


T 1 A TvTO\ T 1 O 

LI AND Liz 


LI 4 


51 


s 


to a Tim Tin 

L2 AND L12 


L15 


2 


s 


L2 AND L7 


L16 


3 


s 


LI AND L7 


L17 


610752 


s 


"POLYMERASE CHAIN REACTION 11 OR PCR 


L18 


11 


s 


L8 AND LI 


L19 


0 


s 


LI 8 AND L2 


L2 0 


3 


s 


L12 AND L7 


L21 


2 


DUP REM L2 0 (1 DUPLICATE REMOVED) 


L22 


6 


DUP REM L18 (5 DUPLICATES REMOVED) 


L23 


29 


DUP REM L13 (28 DUPLICATES REMOVED) 


L24 


25 


DUP REM L14 (26 DUPLICATES REMOVED) 


L25 


2 


DUP REM L15 (0 DUPLICATES REMOVED) 


L2 6 


1 


DUP REM L16 (2 DUPLICATES REMOVED) 


L27 


0 


S 


L23 AND L7 


L2 8 


0 


S 


L24 AND L7 


L2 9 


0 


s 


L23 AND L8 


L3 0 


0 


s 


L24 AND L8 


L31 


3 


s 


L17 AND L7 AND L12 


L32 


2 


DUP REM L31 (1 DUPLICATE REMOVED) 


L33 


1216 


S 


"AFFINITY TAG" OR "PROTEIN TAG" OR 6-HIS OR "6-HIS TAG" 


L34 


0 


s 


L23 AND L33 


L35 


0 


s 


L24 AND L33 


L36 


0 


s 


L33 AND L17 AND L12 


L3 7 


7 


s 


L33 AND L12 


L3 8 


3 


DUP REM L37 (4 DUPLICATES REMOVED) 


L39 


0 


s 


L33 AND L8 


L4 0 


0 


s 


L33 AND L7 


L41 


4 


s 


L33 AND L3 


L42 


3 


DUP REM L41 (1 DUPLICATE REMOVED) 


L43 


927 


s 


(FIRST OR SECOND OR THIRD) (3A) PRIMER 


L44 


907 


s 


(FIRST OR SECOND OR THIRD) (3A) OLIGONUCLEOT? 


L45 


0 


s 


L33 AND L43 


L4 6 


0 


s 


L33 AND L44 


L47 


4 


s 


L43 AND L7 


L4 8 


0 


s 


L44 AND L7 


L4 9 


3 


DUP REM L47 (1 DUPLICATE REMOVED) 
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Structure 



^Protein 



PMC 



Boo 



Search [Protein jj forf 



Lirnfe Preview/Index History Clipboard Details 



Dfeplayl jGenPept fg show: [20 Jj |;Send tj| [File J Q^$ut>$equfflg^ j Feat* 
□ 1: CAA37824. unnamed protein p...[gi:63566] BLink, Domains, Links 



LOCUS 

DEFINITION 

ACCESSION 

VERSION 

DBSOURCE 

KEYWORDS 

SOURCE 

ORGANISM 



linear VRT 12-SEP-1993 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



Protein 



CDS 



CAA37824 332 aa 

unnamed protein product [Gallus gallus] . 

CAA3782 4 

CAA37824.1 GI : 63566 

embl locus GGLDHA, accession X5 382 8 . 1 



Gallus gallus (chicken) 
Gallus gallus 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Archosauria; Aves; Neognathae; Gallif ormes ; Phasianidae; 
Phasianinae; Gallus. 

1 (residues 1 to 332) 

Hirota,Y., Katsumata, A. and Takeya, T. 

Nucleotide and deduced amino acid sequences of chicken lactate 
dehydrogenase-A 

Nucleic Acids Res. 18 (21), 6432 (1990) 

91057136 
2243792 

2 (residues 1 to 332) 
Takeya, T . 

Direct Submission 

Submitted (30-JUL-1990) Takeya T., Institute for Chemical Research, 
Kyoto University, Gokasho, Uji, Kyoto 611, Japan 
Location/Qualifiers 
1. .332 

/organism="Gallus gallus" 
/db_xref="taxon: 9031" 
/ clone =,, YHlA" 
/cell_type=" fibroblast" 
/dev_stage-" embryo" 
1. .332 

/name=" unnamed protein product" 
1. .332 

/coded_by="X53828 . 1 : 60 . . 1058" 
/note="L-lactate dehydrogenase A-chain" 
/db_xref="GOA: P00340" 
/db xref="UniProt/Swiss-Prot:P00340" 



ORIGIN 



1 mslkdhlihn vhkeehahah nkisvvgvga vgmacaisil mkdladeltl vdvvedklkg 

61 emldlqhgsl flktpkiisg kdysvtahsk lvivtagarq qegesrlnlv qrnvnifkfi 

121 ipnvvkyspd ckllivsnpv diltyvawki sgfpkhrvig sgcnldsarf rhlmgerlgi 

181 hplschgwiv gehgdssvpv wsgvnvagvs lkalhpdmgt dadkehwkev hkqvvdsaye 

241 viklkgytsw aiglsvadla etimknlrrv hpistavkgm hgikddvfls vpcvlgssgi 

301 tdvvkmilkp deeekikksa dtlwgiqkel qf 



// 
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RID=1092955641-5986-83013888818.BLASTQ4, 



Page 1 of 17 





BLASTP 2.2.9 [May-0 1-2004] 



Reference : 

Altschul, Stephen F . , Thomas L . Madden, Alejandro A. Schaffer, 
Jinghui Zhang, Zheng Zhang, Webb Miller, and David J. Lipman (1997), 
"Gapped BLAST and PSI-BLAST: a new generation of protein database search 
programs", Nucleic Acids Res. 25:3389-3402. 

RID: 1092 955641-5986-83013888818. BLASTQ4 
Query= 

(20 letters) 



Database: All non-redundant GenBank CDS 

translations+PDB+SwissProt+PIR+PRF excluding environmental samples 
1,990,024 sequences; 667,623,348 total letters 

If you have any problems or questions with the results of this search 
please refer to the BLAST_FA^s 

Taxonomy reports 



Distribution of 121 Blast Hits on the Que ry Sequence 



|Mouse-over to show defline and scores. Click to show alignments 
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Color Key for Rlignnent Scores 
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Related Structures 



Score E 

Sequences producing significant alignments: (bits) Value 



gi 


49253486 | pdb | 1V5S| A Chain A, Solution Structure Of Kinas... 


66 


9e 




gi 


63566 | emb | CAA37 824 . 1 | unnamed protein product [Gallus ga . . . 


_62 


2e 


09 H 


gi 


65925 | pir | j DECHLM L-lactate dehydrogenase (EC 1 . 1 . 1 . 27 ) ... 


~62 


2e 


-09 


.gi. 




_COLLI L-lactate dehydrogenase A . . . 


56 


le 


-07 


3L 


13650163 iqbjAAK3757Q. 1 1" 


L-lactate dehydrogenase A [Caima... 


55 


le 


-07 


qi 


17369416 | sp j Q9PW06 j LDHA 


ALLMI L-lactate dehydrogenase A . . . 


55 


le 


-07 


qi 


395457 061 qfo | AAR27 956 . 1 j 


L-lactate dehydrogenase A [Macro... 


46 


7e 


-05 


gi 


39545700 | gb|AAR27953. 1 j 


L-lactate dehydrogenase A [Caret... 


46 


7e 


-05 


gi 


395456961 qb | AAR27951 . 1 ( 


L-lactate dehydrogenase A [Apalo. . . 


46 


7e 


-05 


gi 


13650168 | gb | AAK37 572 . 1 j 


L-lactate dehydrogenase A [Pelod. . . 




7e 


-05 


Qi 


17369402 | sp | Q9PT43 | LDHA 


TRASC L-lactate dehydrogenase A . . . 


"46 


7e 


-05 


qi 


39545704 | crbjAAR27955 . i j 


L-lactate dehydrogenase A [Chelo. . . 


A A 


4e 


-04 


qi 


34555780 | qb | AAN05098 . 1 ! 


lactate dehydrogenase A [Iguana . . . 


43 


0. 


001 


qi 


17369829 | sp | Q9W7L3 j LDHA. 


PYTRG L-lactate dehydrogenase A . . . 




0. 


006 


qi 


17368319 | sp | P7 9912 j LDHA 


SCEWO L-lactate dehydrogenase A . . . 


4 0 


0. 


007 
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qi 1 174 33149 | sp | Q9W 7 L5 j LD HA SCEUN L-lactate dehydrogenase A ... 37 0.058 

qi [1170740 1 sp j*P00339 | LDHA PIG L-lactate dehydrogenase A cha . . . ^3 0.61 

qi j 65924 | pi r 1 j DSPGLM L-lactate dehydrogenase (EC 1.1.1.27) ... 33 0.61 

qi 1 443577 j pdb j 9 LPT 1 B Chain B, Lactate Dehydrogenase (E.C.I.... 33 0.61 fH 

qi fj 7 4 33 15 6 1 sp | Q9W7M6 j LDHAAMBMS L-lactate dehydrogenase A ... 32 1.1 

qi j 126050 j sp I P13491 1 LDHA JRA3IT L-lactate dehydrogenase A ch... 32 2.0 

qi | 48839667 \ ref I Z? 00296597 . 1 j COG1122: ABC-type cobalt tra... 30 4.8 

qi 1 20092815 | ref |NP 618890. 1 1 ABC transporter, ATP-binding p... 30 4.8 

qi I 50549005 | ref |X? 501973.11 hypothetical protein [Yarrowia... 29 16 

qi 11260451 sp|?19858| LDHA BQViN L-lactate dehydrogenase A ch. . . 29 21 B 

qi j 27924268 | qb] AAH45015, 1 j Ldha-prov protein [Xenopus laevi... 29 21 H 

qi 1 47718044 | gb 1 AAH7 10 31 . 1 j Ldhal protein [Xenopus laevis] >. . . 26 21 HI 

qi 1 17368677 | sp | Q9BE24 I LDHA_MAC FA L-lactate dehydrogenase A . . . 28 21 

qi 1 7331.121 1 qb IAAF60283. 1 j lactate dehydrogenase A [Ovis aries] 28 21 11 

gi j 23619125 | ref | NP 705087 . 1 1 hypothetical protein [Plasmodi... 28 2 8 

qi j 4622 8 654 | qb | SAK3 9524 . II niemann-Pick type CI disease pro... 2 8 2 8 

q i j 23475108 | ref jzp 00130398 . 1 j COG2200: FOG: EAL domain [De... 28 2 8 

qi j 40744267 | qb | SAA63443 . 1 j hypothetical protein AN2872.2 [A... 27 38 

qi 11736988 9 1 sp | Q9XT87 j LDHA HONDO L-lactate dehydrogenase A . . . _J27 38 

qi | 23015470 j ref 1ZP_000S5245 .11 hypothetical protein Magn029 .. . 27 50 

qi] 33593969 | ref | NP881613 . 1 | putative hemolysin [Bordetella . . . J27 50 

qi f 3 3 59 32 7 7 fref I NP 885920 . 1 1 putative hemolysin [Bordetella. . . " 27 50 

qi 1 45384294 | ref | NP 990367 . 1 | RGD-CAP [Gallus gallus] >gi | 22 . . . 2J_ 50 H 

qi 12 34789291 qb j E AAl 58 87. 1 j 00806 domains . -related [Plasmodi. . . 27 50 

qi 1 23507858 1 ref |N? 700528.11 hypothetical protein [Plasmodi... _2_7 68 

qi 1 32455003 | qb 1 AAP83181 . 1 j zinc transporter [Danio rerio] >. . . 27 68 B 

qi 1 26553921 | ref | NP 757855. 1 | conserved hypothetical protein... 27 68 

! ■.49902,994 I qb 1 AAH76241 . 1 j Ke4 protein [Danio rerio] 27 68 HI 

qi'j' 2 3 11 2 6 4 0 | ref"| Zl?_00098 099 . 1 j COG3385: FOG: Transposase an... _27 68 

qi 1 23475478 | ref | ZP 00130764 . 1 j COG1122: ABC-type cobalt tra... 27 68 

qi 1 12585265 | sp 1 Q 9 PUB 8 j Kg 4 SPARE Zinc transporter SLC39A7 ho... 27 68 H 

gi j 22974703 | ref | 3? 00020870 . 1 j hypothetical protein [Chloro... _27 68 

qi 1 17541602 | ref | NP 502236. 1 | tyrosine 3 tryptophan activati... 26 91 H 

qi | 31211923 | ref |X? 314946. 1| ENSANGP0 0000024 633 [Anopheles . . . 26 91 

q i 1 46120977 | ref | ZP 001737 93 . 2 j hypothetical protein Mf lag02 . . . J6 91 

qi [21107880 1 qb [ AAM36554 . 1 j conserved hypothetical protein [... 26 91 

qi 1 2 653645 J qb j AAB8 7 630 . 1 | zinc finger 30C [Drosophila melan... 26 91 11 

qi"l"29 2 4 8 7 88J ^7baaTo3 ITTl j GLP_464_49476_50732 [ Giardia lam. . . 26 91 

qi 1 23509269 | ref | NP 701936. 1 | hypothetical protein [Plasmodi... 26 122 

qi j 23509124 | ref | NP 701792 , 1 1 hypothetical protein [Plasmodi... 26 122 

q i l 38094 0 47 I ref | XP_JL50 341 . 2 j similar to C.Elegans Homeobox ... __26 122 H 

qi } 38081663 | ref | X? 289125.2 1 similar to double homeobox, 4;... _26 122 H 

qi j 3.1242085 | ref [X? 321473. 1 1 ENSANGP00000008574 [Anopheles . . . 26 122 

gi j 16805211 1 ref I NP_473239 . 1 1 hypothetical protein [Plasmodi... __2.6 122 

qi"|"5 055Q535 j ref j X?_50274 0 . 1 1 hypothetical protein [Yarrowia... _26 122 

qi 1 50287 551 1 ref | XP 44 6205. 1 | unnamed protein product [Candi... 26 122 

qi 1 23011400 | ref | ZP 00051769. 1 j COG2371: Urease accessory pr. . . 26 122 

qi 1 29339541 1 qb 1 AAQ77337 . 1 j DNA polymerase III alpha subunit... 26 122 

qi 1 2 7 2 6 2 3 4 6 1 qb 1 AAN 874 54.11 NADH dehydrogenase [Heliobacillu . .. 26 122 

qi | 1514 4510 | q b [ AAK84477 . 1 j putative centromere protein [Lyc... 26 122 

qi | 47212765 j emb | CAF93903 . 1 1 unnamed protein product [Tetrao. . . 2 6 122 

qi j .12855492 [dbj | BAB30355 . 1 1 unnamed protein product [Mus mu. . . _26 122 11 

qi 1 2361244 0 | ref 1 NP 704001 . 1 1 hypothetical protein [Plasmodi... ~J5 163 

qi 1 34870328 j ref |XP 233365.2 | similar to butyrophilin-like 2... 25 163 H 

qi 1 32413120 | ref 1 XP 327040. 1 | hypothetical protein [Neurospo... 25 163 
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15966059 |ref |N? 386412.11 


HYPOTHETICAL PROTEIN SMc01555 . . . 


25 


163 


qi 


507599951 ref |X? 417856.11 


PREDICTED: similar to siqnal r. . . 


25 


163 H 


.qi 


488338891 ref | ZP 00290905, 


ij COG0642: Siqnal transduction... 


25 


163 


qi 


4 6 1 4 3 5 7 3 | r e f [ Z ? 00134 9 3 1 . 


2! COG4531: ABC-type Zn2 + trans... 


_. 


163 




23008517 | ref | Z? 00049928. 


1; COG1230: Co/Zn/Cd efflux sys . . . 


"» C 


163 




398407831 eirib ICAD20832. 1 j 


siqma factor [Spinacia oleracea] 


"t c 


163 


qi 


29342450 | qb | AAO80216 . I ! 


holin, putative [Enterococcus fa... 




163 


qi 


425244151 ref |NP 969795.11 


flagellar motor protein MotB [ . . . 




163 


qi 


42525589 1 ref | N? 970687.11 


RNA polymerase sigma-70 factor. . . 


2 5 


163 


qi 


24654257 | ref |N? 611159.1 | 


CG15615-PA [Drosophila melanog... 


2 5 


163 H 


qi 


29250598 | qb | EAA42 089 . 1 ; 


GLP 254 27645 26050 [Giardia lam... 


2 5 


163 


qi 


505134 j embj CAA54133 . 1 1 SSM4 [Saccharomyces cerevisiae] 


2 5 


219 


qi 


12 8 4 01 05 | dbi | BAB 2 4 761.11 


unnamed protein product [Mus mu. . . 


i:; 

±_ 


mm 

219 11 


qi 


17542606|ref |NP 503070.11 


histidine-rich membrane protei. . . 


2 5 


219 H 


qi 


6322159 | ref | NP 012234 . 1 | 


Protein involved in mRNA turnov. . . 


25 


219 


qi 


16263757] ref |NP 436549.1| 


HYPOTHETICAL PROTEIN SMb20006 . . . 


"25 


219 


<?i 


25011337 | ref | NP 735732 . 1 | 


Unknown [Streptococcus agalact... 


25 


219 


qi 


2 837 8222 | ref | N? 785114. 1| 


DNA-directed DNA polymerase I ... 


25 


219 


qi 


243733441 ref |N? 717387.11 


decaheme cytochrome c [Shewane... 


25 


219 


cri 


3 "7 0468 4 1 1 gb | AAH 5805 6 . 1 j 


Hypothetical protein MGC63552 [D... 


25 


219 H 


qi 


47565287 | ref I ZP 00236329 • 


IJ trans-acting positive regula... 


III 


219 


qi 


22534247 | qb | AAN00098 . 1 j 


pullulanase, putative [Streptoco. . . 


c: 
^ *j 


219 


qi 


46187708 | ref | ZP 00127113. 


2j COG2215: ABC-type uncharacte . . . 


y 5 


219 


cri 


127 2 1 2 4 6 j q b 1 AAK 0 3 0 1 0.1! 


FimA [Pasteurella multocida subs... 


25 


219 


qi 


338655061 ref IN? 397065. 1| 


conserved hypothetical protein. . . 


25 


219 


<?i 


600018 i emb j CAA86921 . 1 1 Ssm4p [Saccharomyces cerevisiae] 


_.25 


219 


qi 


50403810 | sp | Q9XUC4 i YGJK CAE EL Hypothetical protein T28F3... 


"25 


219 


qi 


9966436|qb!AAG10259.1| DS06238 . 4-like protein [Drosophil . . . 




219 


qi 


2 8375577 | emb | CAD6654 8 . 1 | 


outer membrane deca-heme cytoch. . . 


25 


219 


qi 


345466 jpiri IJC1440 hypothetical 55K protein - yellow fev. . . 


*25 


219 



Alignments 



Get selected sequences 




h 





^ > g^J L .1925_.9i36j_p Hi Chain A, Solution Structure Of Kinase Associated Domaj 

Mouse MapMI CROTUBULE AFFINITY-Regulating Kinase 3 
Length = 126 

Score = 66.0 bits (148), Expect = 9e-ll 
Identities = 18/20 (90%), Positives = 20/20 (100%) 

Query: 1 MKDHLIHDVHKEEHAHAHDK 2 0 

MKDHLIH+VHKEEHAHAH+K 
Sbjct: 1 MKDHLIHNVHKEEHAHAHNK 20 



^ ^^jAffA^.f?.]. e rP^ y 1 CAA37 82^ . 1 1 H9 unnamed protein product [Gallus gal'lus] 
gi j" 126046 j sp j P0 0,340 | LDH^gilCK L-lactate dehydrogenase A chain (LDH-A) 

qi I 45384208 | ref [NP 990615, 1 I H lactate dehydrogenase A [Gallus gallus] 
g i I 1 04751j p i r 1 | 31 2 1 5 1 L-lactate dehydrogenase (EC 1.1.1.27) chain A - chicken 
Length = 332 
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' Score =61.7 bits (138), Expect = 2e-09 
Identities = 17/20 (85%), Positives = 20/20 (100%) 

Query: 1 MKDHLIHDVHKEEHAHAHDK 2 0 

+KDHLIH+VHKEEHAHAH+K 
Sbjct: 3 LKDHLIHNVHKEEHAHAHNK 22 



D >qi j 65925 | pi r 1 j DSCHLM L-lactate dehydrogenase (EC 1.1.1.27) chain M - chicken 
Length = 331 

Score =61.7 bits (138), Expect = 2e-09 
Identities = 17/20 (85%), Positives = 20/20 (100%) 

Query: 1 MKDHLIHDVHKEEHAHAHDK 2 0 

+KDHLIH+VHKEEHAHAH+K 
Sbjct: 2 LKDHLIHNVHKEEHAHAHNK 21 



□ >qi [17369418 I spl Q9PW07 j LDHA COLLI L-lactate dehydrogenase A chain (LDH-A) 
gi I 5685867 | qb | AAD46976. 1 j lactate dehydrogenase [Columba livia] 
Length = 332 

Score = 55.8 bits (124), Expect = le-07 
Identities = 15/20 (75%), Positives = 19/20 (95%) 

Query: 1 MKDHLIHDVHKEEHAHAHDK 2 0 

+KD LIH+VHKEEH+HAH+K 
Sbjct: 3 LKDQLIHNVHKEEHSHAHNK 22 



[j > qi i 13650163 1 qb j AAK37570 . 1 j L-lactate dehydrogenase A [Caiman crocodilus apaporj 
gi | 17368601 1 sp I Q96SL2 1 LDHA CAICA L-lactate dehydrogenase A chain (LDH-A) 
Length = 332 

Score = 55.4 bits (123), Expect = le-07 
Identities = 15/19 (78%), Positives = 18/19 (94%) 

Query: 2 KDHLIHDVHKEEHAHAHDK 2 0 

K+HLIH+VHKEEH HAH+K 
Sbjct: 4 KEHLIHNVHKEEHGHAHNK 22 



□ >q i 1 17 369416 | sp | Q 9PW06 j LDHA ALLMI L-lactate dehydrogenase A chain (LDH-A) 
gi | 5685869 | qb | AAD46977 . 1 ; L-lactate dehydrogenase A ' [Alligator mississippiensis ] 
Length = 332 

Score = 55.4 bits (123), Expect = le-07 
Identities = 15/19 (78%), Positives = 18/19 (94%) 

Query: 2 KDHLIHDVHKEEHAHAHDK 20 

K+HLIH+VHKEEH HAH+K 
Sbjct: 4 KEHLIHNVHKEEHGHAHNK 22 
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Enter the ilrsi few letter of the Inveixir>?:V l/^i Naxne. 
/kkiktomnly; enter the fim few letters of the Invetxir>?:V First natxie. 



Last Name 

! yokoyama 



First Name 



| shig 
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Inventor Name Search 

Enter the first few letters of the Inventor's Last "Natrse. 
Addkiomiily, enter the &m few letters of the Inventor's First rtatxje. 



Last Name 

I motoda 



First Name 

| yoko 



To go back use Back button on your browser toolbar. 
Back to PALM | ASSIGNMENT | OASIS | Homepage 
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Inventor Name Search Result 
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PALM INTRANET 



Inventor Name Search 



Day : Thursday 
Date: 8/19/2004 
Time: 19:22:35 



Enter the firm few letters of the Inventor's Naxm:. 
Addkiomdiv; enter the first few letters of the Inventors First name. 



Last Name 

| yabuki 



First Name 



I takashi 



To go back use Back button on your browser toolbar. 
Back to PALM | ASSIGNMENT | OASIS | Homepage 
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Inventor Name Search 
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